Quantitative RT-PCR analysis for floral organ identity genes
MC-Q-R CAAGCGATTAGCAAAGAGTGA

TAP3-Q-F TATAAGTCCCTCAATCACGACCA DQ674532
TAP3-Q-R GATCATTTAGGCTTTCTCCCATC
TPI-Q-F TCTGGGAGGAGACTATGGGATG DQ674531
TPI-Q-R TCAGACTGCTTGGCACTGATACTA
TM6-Q-F CTACAACCATTGCACCCCAAT AY098734
TM6-Q-R CAGGAGAGACGTAGATCACGAGAA
TAG1-Q-F ATGAACTTGATGCCAGGGAGT AY098733
TAG1-Q-R GGGGTTGGTCTTGTCTAGGGTA
TM5-Q-F CTTTGTGATGCTGAGGTTGCTC X60758
TM5-Q-R TTTCCAGTGCTTCTCGTGTTG
TAGL2-Q-F CAGCAGCAACATCCTCAATCTC AY098738
TAGL2-Q-R CACAGCATCCAACCAGGTATCA
SlCRK1-Q-F AAAGGGATTCTTCCTGATGGC KC736926
SlCRK1-Q-R TCTCGGGTCCTTCTATGCTACA
SlPMEI-Q-F AAACTCCTATCATTCCAAAACCC KC736927
SlPMEI-Q-R CAATTGCATCTTCATACACCTCTT
LePRK3-Q-F TGTCTGTCGTGGTGAAGAGGTT AF243040
LePRK3-Q-R AGCTGAGCATGTGCTGTCCC Figure S1 | Schematic representation of the SlGLO1 promoter. The putative cis-regulatory promoter sequences are underlined. The locations of pollen-specific cis-elements were identified using the PLACE and plant CARE databases and the symbols of each cis-element are annotated below.
LAT52-Q-R GGGAATAAACCCAACTCATCAAG
